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#1GD2 CAR NKT (Phase I ongoing, fR#XZFiE)
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CD33' SIGLEC-6 SIGLEC-8 SIGLEC-14
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S 3
< % Og i
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CITIM
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(€D22) o leca v v SIGLEC.G Gl : GRB2 binding motiy
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Microglia DC Neutrophil
B cell Microglia
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Minoshima et al. iIScience 2021
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